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INTRODUCTION RESULTS

Liquid biopsy is increasingly used to profile genomic alterations in circulating tumor Figure 1. Concordance between PredicineCARE™ blood and tissue biopsy assays in Figure 3. Landscape of ctDNA-based alterations detected in the TP53, RB1 and PTEN genes by
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a prospective cohort of 15 ARPI-resistant mMCRPC patients at the Second Hospital Paired tumor tissue and blood samples were collected from 15 metastatic castration-resistant P oo |p=22x10° | ? " oo.
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Imaging-guided core needle biopsy sampling from an accessible metastatic lesion. Among genes covered by the assay, those altered in greater than 10% of the samples are Time to death (months) Time to death (months)
Paired collection of peripheral blood was obtained on the day of tissue biopsy. To shown. ctDNA fraction was estimated by LP-WGS assay. Percentage of ctDNA represents the Kaplan-Meier survival estimates was used for analysis. Overall survival (OS): time from blood collection
evaluate patient outcomes in association with blood-based copy number loss, proportion of ctDNA in all cfDNA in a sample. until death from any cause.
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loss and expression-intact, respectively. PTEN gene copy loss was evaluated in tissue analysis of patient outcomes in association with PTEN, RB1 and TP53 gene loss. The sensitive detection
| samples and their matching blood samples using the PredicineCARE ™ assay (panel) and low of copy loss biomarkers in liquid biopsy samples constitutes an important addition to the precision
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