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Pan-cancer NGS assay that detects genomic alterations to inform
patient care and clinical trials in targeted therapy
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Methods and Reporting

« |dentifies main classes of genomic alterations: single-nucleotide variants (SNVs), indels, copy
number variations (CNVs), fusions, microsatellite instability (MSI) and tumor mutational burden
(TMB) and homologous recombination deficiency (HRD)

» Covers cancer-related genomic alterations relevant for clinical drug development

« Test results are provided in an interpretive report with clinically relevant genomic findings

Workflow
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Gene List & Performance Specifications
PredicineCARE™ interrogates 152 key genes
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Variant Type Reportable Allele Frequency/ Sensitivity =~ Positive Reportable Allele Frequency/ Sensitivity  Positive
Range Copy Number Predictive | Range Copy Number Predictive
Value (PPV) Value (PPV)
0.375% AF 100% 98.4% 0.5% AF 99.1% 99.4%
Single Nucleotid
g 0.25% AF 95.8% 99.10% 0.3% AF 95.4% 97.6%
Variations
0.1% AF 78.3% 97.9% 0.1% AF 92.7% 100%
0.375% AF 100% 100% 0.5% AF 100% 100%
0.25% AF 95.7% 100% 0.3% AF 96.2% 100%
0.1% AF 80.0% 100% 0.1% AF 91.7% 100%
0.375% AF 96.7% 100% 0.5% AF 100% 100%
DNA Re-arrangement 0.25% AF 90.0% 100% 0.3% AF 98.0% 100%
0.1% AF 33.3% 100% 0.1% AF 26.7% 100%
Copy Number Gain 2.23-2.37 copies 100% 100% 2.20-2.32 copies 100% 100%
Copy Number Loss <1.75 copies 100% 100%
Biomarker [Plasma Sample] Tumor Fraction Sensitivity
25% TF 100%
Homologous Recombination Deficiency [RASZES 100%
(HRD) 15% TF 100%
10% TF 22.2%
Sequencing Ilumina NGS
Turnaround Time 6 days - Urine and Plasma 10 days - Tissue
Target Sequence Coverage 20,000x for biofluid, 2,000x for tissue
CLIA RUO
Liquid 2-5mL plasma
biopsy 20 mL blood
(blOOd) 4-10 mL blood
Specimen Type and
Requirement Liquid ) ,
biopsy 20-40 mL urine 20-40 mL urine
(urine)
g'if;s‘; > 1mm?® tissue (5-10 FFPE slides) > 1mm?® tissue (5-10 FFPE slides)
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